function (D) of normal mammary epithelial cells (MCF10A), lung cells isolated from healthy
NSG mice, and breast cancer cells (231BR). Data shown as mean ± SEM (n = 9, 3 independent replicates). * P < 0.01 compared to MCF10A and # P < 0.05 compared to lung (Mann-Whitney test). (b) D values of collagen gels conditioned with media or with 231BR cells (gels decellularized prior to analysis). Data shown as mean ± SEM (n = 6, 3 independent replicates). * P < 0.005 compared to control (Mann-Whitney test). (6), and finally the CD11c -cells were used to identify the Gr1 hi CD11b + cells (7). All cell marker gates were set using isotype controls. Figure 10 . Gating scheme for adaptive immune cell flow cytometry. Cellular events (1) were gated using forward and side scatter. Next, live cell leukocytes (2) were identified using the viability stain and CD45, and singlets (3) were gated using side scatter area and width. Within the singlet population, CD49b + (4), and CD19 + (5) cells were identified by plotting CD49b against CD19. Finally, the CD49b -CD19 -population was used to identify CD4 + (6) and CD8 + (7) positive cells. All cell marker gates were set using isotype controls. 
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